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Suppl. Material #1 - Nucleotide and deduced protein sequences polymorphism shown by the non LTR retrotransposable elements belonging to different F. sylvatica
genotypes. The nucleotide variations responsible of the missense mutations is highlighted in italic bold and the correspondent aminoacid variation is reported in the
same column (bottom part of the table). Dot represents site identity. Beech genotypes are reported with the name of the geographical provenance.

F. sylvatica Nucleotide sequence variable site number
genotypes (total sequence length 501 nucleotides)
1111171 11111 111111112222
gig?g;g?igg?g;gfg‘;8201123334466677833890011
2 5 8 7 2 3 81 9 6 7 9 4 7 13 5 7 2 1 4009
Variable nucleotides
MtEtna T CGTATAGTC CCCACATTTGATCCTTTCGACGAACACCGGGATA
Madonie C T A C C G A T T GAATTCGT CCA . ACGT T . . T CG
Eor;etf:;‘ CT GA.TT .G G..TT.G C.A.C c GT. AA . TCG
Irpinia G A C T G G G G . A A
Sila G A C G G G GTC T A
Protein sequence variable site number
(total sequence length 167 aa)
1 2 2 2 4 4 5 5 5 6 6 6
4 0 7 9 0 5 0 8 9 1 2 3
Variable aminoacids
Mt. Etna S R N I R S N R 1 Il P G
Madonie . C K K C P Q L
Foresta
Umbra ¢ K T v S
Irpinia A S oo
Sila A S C W .




F. sylvatica Nucleotide sequence variable site number
genotypes (total sequence length 501 nucleotides)
2 2 2 2 22 2 2 2 2 2 2222 2233 3332323131323333 3 3 4 4 4 4 4 4 4 4 4
2 2 3 3 4 4 45 6 7 7 78 8 8 8 900 2 2 25056 66 6 8 8 9 9 0 0O 1 2 2 3 3 3
2 51 9 03 95 107 8 2 6 8 91 3 9 0 1 4 47 6 78 9 4 6 8 9 56 8 4 1 6 4 6 7
Variable nucleotides
MttEtha T T GACTTATACAGGT CACCGCCACCTTTAA CCACG T CGGCG
Madonie CT T C CC A A TTATTG T AC G G AT A4 A.
oresta c T C CCT. A4 GTT.TTGTTAC G AT . ATAALA. . C
Irpinia C T CCT G crrT cCC G T G 4 A . C
Sila C T CCT G CTT C G T G 4 T
Protein sequence variable site number
(total sequence length 167 aa)
1 1 1 1 1 11
g 2 2 ? 0 2 2 3 4 4 4
7 3 9 3 1 5 6
Variable aminoacids
Mt. Etna D Q \% R R F D S L S R
Madonie . I H T G M
Foresta *
Umbra | T G M P
Irpinia R C S G M W
Sila R C S G M W




F. sylvatica

Nucleotide sequence variable site number

genotypes (total sequence length 501 nucleotides)
4 4 4 4 4 4 4 4 4 4 4 4 4
3 4 4 4 46 6 6 7 7 7 7 8
8 2 45 70 5 8 12 3170
Variable nucleotides
MtEtha G C GC T G T T TCACT
Madonie A TG. AcCCZC GT
Foresta A T G6. ACCC. GTC
Umbra
Irpinia T G AT C
Sila G AG . C
Protein sequence variable site number
(total sequence length 167 aa)
1 1 1
4 5 5
9 4 8
Variable aminoacids
Mt. Etna R G Q
Madonie R
Foresta
Umbra G R R
Irpinia M
Sila R
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